Key indicators: single-crystal X-ray study; T = 183 K; mean (C-C) = 0.004 Å; R factor = 0.032; wR factor = 0.082; data-to-parameter ratio = 18.3.
The title compound, [Pd(C 14 H 15 N 2 ) 2 ], is a square-planar palladium complex composed of two deprotonated pyrrole-2-carbaldimine ligands coordinating a central Pd II atom. In the crystal, three crystallographically independent complex molecules are observed, one of which is located in a general position, whereas the Pd II atoms of the other molecules are situated on crystallographic inversion centers. The aromatic substituents at the imine N atoms in the three molecules show dihedral angles of 87.6 (7)/83.64 (7), 74.3 (7) and 88.3 (7) with respect to the corresponding PdN 4 plane.
Related literature
For structural analyses of the related ligand N-((1H-pyrrol-2yl)methylene)aniline, see: Gomes et al. (2010) ; Crestani et al. (2011) and of of the free ligand N-((1H-pyrrol-2-yl)methylene)-2,4,6-trimethylaniline, see: Imhof (2013) . For the structure of the corresponding nickel complex, see: Anderson et al. (2006) , the closely related 2,6-dimethyl complex, see: Pé rez-Puente et al. (2008) , the closely related 2,6-diisopropyl complex, see: Liang et al. (2004) and a related nickel complex with only one pyrrole-carbaldimine ligand, see: Bellabarba et al. (2003) .
Experimental
Crystal data [Pd(C 14 
Figure 1
Molecular structure of the molecule in general positions in the unit cell with thermal ellipsoids at the 50% probability level.
Figure 2
Molecular structure of the molecule with Pd2 being situated at a inversion center with thermal ellipsoids at the 50% probability level (i = -x, -1 -y, -z).
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Figure 3
Molecular structure of the molecule with Pd3 being situated at a inversion center with thermal ellipsoids at the 50% probability level (i = 1 -x, -1 -y, -z).
Bis{2-[(2,4,6-trimethylphenyl)iminomethyl]pyrrol-1-ido}palladium(II)
Crystal data [Pd(C 14 Hydrogen site location: inferred from neighbouring sites H-atom parameters constrained
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.013 Δρ max = 1.17 e Å −3 Δρ min = −0.80 e Å −3 Special details Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Atomic displacement parameters (Å 2 )
Pd1 0.01597 (9) 0.02503 (10) 0.02050 (10) −0.00485 (7) −0.00405 (7) 0.00239 (7) N1 0.0179 (9) 0.0202 (9) 0.0258 (10) −0.0006 (7) −0.0073 (8) −0.0013 (8) C1 0.0224 (11) 0.0279 (12) 0.0239 (12) −0.0055 (10) −0.0047 (9) 0.0010 (10) C2 0.0271 (12) 0.0247 (12) 0.0266 (13) −0.0071 (10) −0.0032 (10) 0.0022 (10) C3 0.0273 (12) 0.0208 (11) 0.0285 (13) −0.0044 (10) −0.0094 (10) 0.0020 (9) C4 0.0236 (11) 0.0206 (11) 0.0241 (12) −0.0043 (9) −0.0069 (9) −0.0005 (9) N2 0.0170 (9) 0.0246 (10) 
